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Understanding MET exon 14 skipping in non-small 
cell lung cancer (NSCLC) 
 

About lung cancer 
 

Lung cancer is the most common cancer worldwide, 
accounting for 2.1 million new cases and 1.8 million 
deaths in 2018.1 

 
 

There are two main types of lung cancer: small-cell lung cancer (SCLC) 
and non-small cell lung cancer (NSCLC).2 

 

Mutations in non-small cell lung cancer 
Lung cancer is the uncontrolled growth of abnormal cells in one or both 
lungs. Various mutations have been associated with driving the tumor 
development of certain types of NSCLC.6  
 
In NSCLC, specific oncogenic mutations can cause METex14. METex14 
can result in overstimulation of the MET pathway.7 

  
Many patients with mutations that lead to METex14 are not diagnosed with 
NSCLC until their disease has progressed to later stages and often have a 
poor prognosis.8,9  
 

Molecular profiling  
It’s important to understand the molecular makeup of a tumor. 

NSCLC accounts for approximately 85% 
of lung cancer diagnoses2 85% 

70% 
Nearly 70% of NSCLC patients have an identifiable 
genomic mutation, a change in the genes3 

3%-4% 
MET exon 14 skipping (METex14) can occur in 3%-4% of 
newly diagnosed metastatic NSCLC cases - approximately 
4000-5,000 new cases a year in the US4,5 
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Genomic profiling involves looking at genetic material from 
the cells obtained from a biopsy to see if there are any 
genetic mutations or biomarkers linked to the type of cancer 
the patient has.6 
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Patients should speak with their doctor at the time of 
diagnosis to determine their mutation status. 


